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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: U> loH^kZbA _ 

Source: ?qU> 



Date Processed by STIC: >1 l>fo£ 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PI F ASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

I^^^GACOFJrOP THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT. WITH A NOTICE TO COMPLY or, 
2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

FOR^^MIsS^QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-1212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: pa tin21heln(5),uspto.gov or phone 703-306-4119 (R ^ Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VER SION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
htt p://www.uspto.gov/web/offi ces/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility that the disk/CD-Rom may have been affected by treataent given to a 1 mconung mail 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 
S^TSS «S "sting in elec ts ft™ s hould NOT be sent to the 2023 1 z P code address for the 
j S ^Les Patent ^ T ra<tema rk Office. ar -H should be sent via the following to the md,cated addresses: 

1. vvk.™* ( <htf p : //www.nspto.gov/ebc/efs/download s/docnments.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3 ' 5 1'pSenUndTJaderSrk Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 
4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlmgton, VA 22202 
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w--> 
w--> 
w--> 
w--> 
c--> 
w--> 




Does Not Comply 
Corrected Diskette Needed 



PCT10 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/049 , 626A 



Input Set : 
Output Set; 



DATE: 



07/17/2002 f^^HlW fiZZYO/, 
TIME: 09:04:52 fyyy^ Cpn^ 

N:\CRF3\07172002\J049626A.raw }6$-30trM;\ ft 



<110> APPLICANT: MARUYAMA, Akihiko ISHIWATA, 
<120> TITLE OF INVENTION: Method of 

Detecting and Quantitating Microorganism Having Specific Function and Its Gene 
<130> FILE REFERENCE: P21989<140> 

<140> CURRENT APPLICATION NUMBER: US/10/049 f 626A 
<141> CURRENT FILING DATE: 2002-02-22 
<160> NUMBER OF SEQ ID NOS: 

<170> SOFTWARE: Patentln version 3.0<210> 1<211> 1532<212> DNA<213> Cycloclasticus 



ERRORED SEQUENCES 

61 <210> SEQ ID NO: 2<211> 1528<212> DNA<213> Cycloclasticus pugetii<400> 
W--> 62 <211> LENGTH: 
W--> 62 <212> TYPE: 
W--> 62 <213> ORGANISM: 
E--> 62 <400> SEQUENCE: 

62 agagtttgat catggctcag attgaacgct ggcggcatgc ctaacacatg caagtcgaac 
64 ggaaacgatg ctagcttgct agcaggcgtc gagtggcgga cgggtgagta atgcatagga 120 
66 atctacctaa tagtgtggga caacctggtg aaaaccaggc taataccgca taatccctac 180 



68 



60 



ggggcaaagc aggggacctt cgggccttgc gctaatagat gagcctatgt cggattagct 240 



70 agttggtgag gtaatggctc accaaggcaa cgatccgtag ctggtttgag aggatgatca 

72 gccacactgg gactgagaca cggcccagac tcctacggga ggcagcagtg gggaatattg 360 

74 cacaatggag gaaactctga tgcagcaatg ccgcgtgtgt gaagaaggcc ttagggttgt 420 

76 aaagcacttt cagtagggag gaaaagttta aggttaataa ccttaggccc tgacgttacc 480 

78 tacagaagaa gcaccggcta actccgtgcc acagccggcg gtaatacgga gggtgcaagc 540 

80 gttaatcgga attactgggc gtaaagcgcg cgtaggcggt taaacaagtc agatgtgaaa 600 

82 gccccgggct caacctggga actgcatttg aaactgttta gctagagtgt ggtagaggag 660 

84 agtggaattt caggtgtagc ggtgaaatgc gtagatatct gaaggaacac cagtggcgaa 720 

86 ggcggctctc tggaccaaca ctgacgctga ggtgcgaaag cgtgggtagc aaacgggatt 780 

88 agataccccg gtagtccacg ccgtaaacga tgtcaactga ctgttgggcg ggtttccgct 840 

90 tagtggtgca staacgcaat aagttgaccg cctggggagt acggccgcaa ggctaaaact 900 

92 caaatgaatt gacgggggcc cgcacaagcg gtggagcatg tggtttaatt cgatgcaacg 960 

94 cgaagaacct tacctaccct tgacatacag agaactttct agagatagat tggtgccttc 1020 

96 gggaactctg atacaggtgc tgcatggctg tcgtcagctc gtgtcgtgag atgttgggtt 1080 

98 aagtcccgta acgagcgcaa cccttatcct tagttgctac catttagttg ggcactctaa 1140 

100 ggagactgcc ggtgataaac cggaggaagg tggggacgac gtcaagtcat catggccctt 1200 

102 atgggtaggg ctacacacgt gctacaatgg ccggtacaga gggccgcaaa ctcgcgagag 1260 

104 taagctaatc ccttaaagcc ggtcctagtc cggattgcag tctgcaactc gactgcatga 1320 

106 agctggaatc gctagtaatc gcggatcaga atgccgcggt gaattcgttc ccgggccttg 1380 

108 tacacaccgc ccgtcacacc atgggagtgg gttgcaaaag aagtgggtag gctaacttcg 1440 

110 ggaggccgct caccactttg tgattcatga ctggggtgaa gtcgtaacaa ggtagcccta 1500 

112 ggggaacctg gggctggatc acctcctt 1528 



file://C:\Crf3\Outhold\VsrJ049626A.htm 



7/17/02 



Page 2 of 6 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/049 , 626A 



DATE: 07/17/2002 
TIME: 09:04:52 



115 
116 
W--> 118 
W--> 118 
W--> 118 
E--> 118 
119 
121 
123 
125 
127 
129 
131 
133 
135 
137 
139 
141 
143 
145 
147 
149 
151 
153 
155 
157 
159 
161 
163 
165 
167 
169 
172 
173 
W--> 175 
W--> 
W--> 
E--> 175 
176 



175 
175 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\07172002\J049626A.raw 

<210> SEQ ID NO: 3<211> 1529<212> DNA<213> Cycloclasticus pugetii<220><221> n<222> 
<223> OTHER INFORMATION: n = a, c, g, t (all four bases) 
<211> LENGTH: 
<212> TYPE: 
<213> ORGANISM: 
<400> SEQUENCE: 3 

agagtttgat catggctcag attgaacgct ggcggcatgc ctaacacatg caagtcgaac 
ggaaacgatg ctagcttgct agcaggcgtc gagtggcgga cgggtgagta atgcatagga 
atctacctaa cagtggggga caacctggtg aaaaccagsc taataccgca taatccctaa 
cgggcaaagc aggggacctt cgggccttgc gctaatagat gagcctatgt cggattagct 
agttggtgag gtaatggccc accaaggcaa cgatccgtag ctggtttgag aggatgatca 
gccacactgg gactgagaca cggcccagac tcctacggga ggcagcagtg gggaatattg 
cacaatggag gaaactctga tgcagcaatg ccgcgtgtgt gaagaaggcc ttagggttgt 
aaagcacttt cagtagggag gaaaagttta aggttaataa ccttaggccc tgacgttacc 
tacagaagaa gcaccggcta actccgtgcc agcagccgcg gtaatacgga ggggtgcaag 
cgttaatcgg aattactggg cgtaaagcgc gcgtaggcgg ttaaacaagt cagatgtgaa 
agccccgggc tcaacctggg aactgcattt gaaactgttt agctagagtg tggtagagga 
gagtggaatt tcaggtgtag cggtgaaatg cgtagatatc tgaaggaaca ccagtggcga 
aggcggctct ctggaccaac actgacgctg aggtgcgaaa gcgtgggtag caaacgggat 
tagatacccc ggtagtccac gccgtaaacg atgtcaacta actgttgggc gggtttccgc 
ttagtggtgc astaacgcaa taagttgacc gcctggggag tacggccgca aggctaaaac 
tcaaatgaat tgacgggggc ccgcacaagc ggtggagcat gtggtttaat tcgatgcaac 
gcgaagaacc ttacctaccc ttgacataca gagaactttc tagagataga ttggtgcctt 
cgggaactct gatacaggtg ctgcatggct gtcgtcagct cgtgtcgtga gatgttgggt 
taagtcccgt aacgagcgcn nycttatcct tagttgctac catttagttg ggcactctaa 
ggagactgcc ggtgataaac cggaggaagg tggggacgac gtcaagtcat catggccctt 
atgggtaggg ctacacacgt gctacaatgg ccggtacaga gggccgcaaa ctcgcgagag 
taagctaatc ccttaaagcc ggtcctagtc cggattgcag tctgcaactc gactgcatga 
agctggaatc gctagtaatc gcggatcaga atgccgcggt gaattcgttc ccgggccttg 
tacacaccgs ccgtcacacc atgggagtgg gttgcaaaag aagtgggtag gctaaccttc 
gggaggccgc tcaccacttt gtgattcatg actggggtga agtcgtaaca aggtagccct 
aggggaacct ggggctggat cacctcctt 
<210> SEQ ID NO: 4<211> 1526<212> DNA<213> Cycloclasticus pugetii<220><221> n<222> 
<223> OTHER INFORMATION: n = a, c, g, t (all four bases) 
<211> LENGTH: 
<212> TYPE: 
<213> ORGANISM: 
<400> SEQUENCE: 4 

agagtttgat catggctcag attgaacgct ggcggcatgc taacacatgc aagtcgaacg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1529 



178 gaaacgatgc tagcttgcta caggcgtcga gtggcggacg ggtgagtaat gcataggaat 
180 ctacctaata gtgggggaca acctggtgaa aaccagctaa taccgcataa tccctacggg 
182 gcaaagcagg ggaccttcgg gccttgcgct aatagatgag cctatgtcgg attagctagt 
184 tggtgaggta atggctcacc aaggcaacga tccgtagctg gtttgagagg atgatcagcc 
186 acactgggac tgagacacgg cccagactcc tacgggaggc agcagtgggg aatattgcac 
188 aatggaggaa actctgatgc agcaatgccg cgtgtgtgaa gaaggcctta gggttgtaaa 
190 gcactttcag tagggaggaa aagtttaagg ttaataacct taggccctga cgttacctac 
192 agaagaagca ccggctaact ccgtgccagc agccgcggta atacggaggg tgcaagcgtt 
194 aatcggaatt actgggcgta aaagcgcgcg taggcggtta aacaagtcag atgtgaaagc 
196 cccgggctca acttgggaac tgcatttgaa actgtttagc tagagtgtgg tagaggagag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/04 9 , 626A 



DATE: 07/17/2002 
TIME: 09:04:52 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\07172002\J049626A.raw 



198 tggaatttca ggtgtagcgg tgaaatgcgt agatatctga aggaacacca gtggcgaagg 
200 cggctctctg gaccaacact gacgctgagg tgcgaaagcg tgggtagcaa acgggattag 
202 ataccccggt agtccacgcc gtaaacgatg tcaactaact gttgggcggg tttccgctta 
204 gtggtgcant aacgcaataa gttgaccgcc tggggagtac ggccgcaagg ctaaaactca 
206 aatgaattga cgggggcccg cacaagcggt ggagcatgtg gtttaattcg atgcaacgcg 
208 aagaacctta cctacccttg acatacagag aactttctag agatagattg gtgcttcggg 
210 aactctgata caggtgctgc atggctgtcg tcagctcgtg tcgtgagatg ttgggttaag 
212 tcccgtaacg agcgcaaccc ttatccttag ttgctaccat ttagttgggc actctaagga 
214 gactgccggt gataaaccgg aggaaggtgg ggacgacgtc aagtcatcat ggcccttatg 
216 ggtagggcta cacacgtgct acaatggccg gtacagaggg ccgcaaactc gcgagagtaa 
218 gctaatccct taaagccggt cctagtccgg attgcagtct gcaactcgac tgcatgaagc 
220 tggaatcgct agtaatcgcg gatcagaatg ccgcggtgaa ttcgttcccg ggccttgtac 
222 acaccgcccg tcacaccatg ggagtgggtt gcaaaagaag tgggtaggct aacttcggga 
224 ggccgctcac cactttgtga ttcatgactg gggtgaagtc gtaacaaggt agccctaggg 
226 gaacctgggg ctggatcacc tcctta 



720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1526 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/04 9 , 626A 



DATE: 07/17/2002 
TIME: 09:04:53 



L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L : 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L: 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 
L 



2 M:283 W: 

4 M:283 W: 

5 M:282 W: 
5 M:271 C: 
0 M:282 W: 
7 M:282 W: 
7 M:282 W: 
7 M:282 W: 
7 M:282 W: 
7 M:212 E: 
7 M:283 W: 
62 M:282 W 
62 M:282 W 
62 M:282 W 
62 M:200 E 
118 M:282 W: 
118 M:282 W: 

:118 M:282 W: 
:118 M:200 E: 
:175 M:282 W: 
:175 M:282 W: 



Input Set : A:\EP.txt 

Output Set: N:\CRF3\07172002\J049626A.raw 

Missing Blank Line separator, <120> field identifier 
Missing Blank Line separator, <130> field identifier 

Numeric Field Identifier Missing, <140> CURRENT APPLICATION NUMBER: is Added. 
Current Filing Date differs, Replaced Current Filing Date 
Numeric Field Identifier Missing, <160> is required. 

<210> is required. 
<211> is required. 
<212> is required. 
<213> is required. 



:175 M:282 W: 
:175 M:200 E: 
:231 M:282 W: 
:231 M:282 W: 
:231 M:282 W: 
:237 M:282 W: 
:237 M:282 W: 
:237 M:282 W: 
:243 M:282 W: 
:243 M:282 W: 
:243 M:282 W: 
:249 M:282 W: 
:249 M:282 W: 
:249 M:282 W: 
:255 M:282 W: 
:255 M:282 W: 
:255 M:282 W 



Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 

(34) Invalid or duplicate Sequence ID Number, SEQ ID NO 
Missing Blank Line separator, <400> field identifier 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required. 
Mandatory Header Field missing, <400> is required. 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required. 
Mandatory Header Field missing, <220> not found for SEQ ID# : 3 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required. 
Mandatory Header Field missing, <220> not found for SEQ ID# : 4 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 
Numeric Field Identifier Missing, 

Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required. 
Numeric Field Identifier Missing, <211> is required. 
Numeric Field Identifier Missing, <212> is required. 
Numeric Field Identifier Missing, <213> is required. 



<212> is required. 
<213> is required. 
<211> is required. 
<212> is required. 
<213> is required. 
<211> is required. 
<212> is required. 
<213> is required. 



0 M:203 E: No. of Seq. differs, <160> Number Of Sequences : Input (0) Counted (8) 
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